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Evaluation of the New Biochemical Identification System— HK— MID - Listeria
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Abstract Identification performance of the new HK —-MID —Listeria biochemical identification system was
assessed. Based on traditional biochemical identification method, the HK-MID-Listeria identification system has
been compared with that of the API-Listeria for the identification of 101 wild strains isolated from food. Results
showed :the coincidence rate of the HK —MID —Listeria and the API-Listeria respectively compared with the
traditional biochemical identification methods were 100 % and 93.1 % ; The coincidence rate of the HK-MID -
Listeria compared with API -Listeria the was 93.1 %. Base on the statistical analysis, there is no significant
difference among two identification system (P > 0.05) in this study. The new HK-MID -Listeria biochemical
identification system has a good prospect in estimating to be attributable to consumption of foods contaminated by
Listeria. Because HK-MID-Listeria is a rapid, simple and economical method to identify Listeria.
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Table 1 The coincidence rate of the three methods
1%
. . HK-MID APL HK-MID  API
Listeria sp. HK-MID API
69 67 69 100 97.1 97.1
L. monocytogenes
25 24 25 100 96.0 96.0
L. innocua
2 0 2 100 0.0 0.0
L. seeligeri
3 2 3 100 66.7 66.7
L. welshimeri
2 1 2 100 50.0 50.0
L. grayt
101 94 101 100 93.1 93.1
API-Listeria 100 % 93.1 %. API -Listeria API
HK-MID-Listeria DIM RIB
o RIB
o API-Listeria RIB
DIM . o 1 API- Listeria
° DIM
2.1.2 API-Listeria ~ HK-MID-Listeria
1 API-Listeria ~ HK-MID- - API- Listeria 1
Listeria 92.1 % 93/101x100 % 2 NI 1
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2.2  HK-MID-Listeria

API-Listeria

Listeria API-Listeria

P>0.05 .

2 HK-MID-Listeria  API-Listeria
Table 2 Identification difference of API-Listeria and HK-MID-

2 HK-MID-

Listeria
HK-MID APL P
69 67 0.653
32 27
101 94
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